Eschenichia coli K-12 strains contain various numbers of IS1 copies in their chromosomes. For W3110, the reference strain of the Kohara library (2), Umeda and Ohtsubo were able to identify seven and to map six copies of IS1 (4) . Recently, a seventh ISJ element has been located (5). Birkenbihl (4) .
Southern blotting of digested 9C2 DNA with a pure IS1 probe (an internal 240-bp HaeIII fragment from ISIL of Tn9 [3] ) revealed hybridization of a 4.6-kb EcoRI fragment, a 3.4-kb EcoRV fragment, and a >10-kb HindIII fragment (Fig. 1) . A 4.8-kb EcoRI fragment has been described as containing IS1 but has not been further characterized (1) .
The 4.6-kb EcoRI fragment was subcloned into pUC19, resulting in pYB3. This plasmid was used for restriction analysis, hybridization, and sequencing with an oligonucleotide (5'-GTCATCGGGCATTATCTG-3') complementary to the right end of ISJ. The restriction analysis of pYB3 confirmed the Kohara map of that region (data not shown). Southern blotting of BglI-digested pYB3 DNA with the ISJ probe revealed an 1.3-kb hybridizing fragment consisting of 1.1 kb of chromosomal DNA and 0.2 kb of vector DNA. The resulting sequence is shown in Fig. 2 . The final 21 bases of the right end of IS1 and additional E. coli sequences containing a BglI site could be found. From these data it was possible to map the exact position and to determine the orientation of the ISJ within the E. coli chromosome at 2420 kb (49.6 min), as shown in Fig. 1 .
Computer analyses of the sequence showed no significant homology to any other sequence in the data bases.
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